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Drug resistance detection of Mycobacterium tuberculosis and its clinical significance
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[ Abstract] The rapid diagnosis and effective treatment of drug-resistant tuberculosis (TB), especially multi-drug resistant TB (MDR-TB)
and extensively drug resistant TB (XDR-TB), are key problems that need be solved in the prevention and control of TB. The main mechanism of
drug resistance of Mycobacterium tuberculosis (Mtb) is due to the mutations of the genes encoding the drug action targets or the drug metabolizing

enzyme. Mtb drug susceptibility test methods mainly included phenotypic drug susceptibility testing and molecular drug sensitivity testing. This

article also briefly outlines the clinical significance of drug sensitivity tests that deserve attention by the clinicians.
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